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C239 


GenBank Accession No. M13774, Follettie, M.T. et al, "Molecular cloning and nucleotide 
sequence of the Corynebacterium glutamicum pheA gene," J. Bacteriol., Vol. 167(2):695-702 
(1986), 04/26/93 






C240 


GenBank Accession No. M 161 75 for Phylogenetic analysis of the coryneform bacteria by 5S 
rRNA sequences, Park, Y.H. et al, 04/27/93 






C241 


GenBank Accession No. M 16663 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid producing bacterium, Sano, K. et al, 06/1 1/01 






C242 


GenBank Accession No. M16664 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid-producing bacterium, Sano, K. et al, 06/11/01 






C243 


GenBank Accession No. M25819 for Cloning and nucleotide sequence of the 
phosphoenolpyruvate carboxylase-coding gene of Corynebacterium glutamicum ATCC13032, 
O'Regan, M. et al, 12/15/95 






C244 


GenBank Accession No. M85106 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 






C245 


GenBank Accession No. M85107 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 






C246 


GenBank Accession No. M85108 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes, Roller, C. et al, 04/26/93 






C247 


GenBank Accession No. M89931, Rossol, I. et al, "The Corynebacterium glutamicum aecD 
gene encodes a C-S lyase with alpha, beta-elimination activity that degrades 
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aminoethylcysteine," J. BacterioL, Vol. 174(9):2968-2977 (1992), 02/08/02 






C248 


GenBank Accession No. S59299 for Cloning of the trp gene cluster from a tryptophan- 
hyperproducing strain of Corynebacterium glutamicum: identification of a mutation in the trp 
leader sequence, Herry, D.M. et al, 04/13/01 






C249 


GenBank Accession No. S76966 for Insertion sequence typing of Mycobacterium tuberculosis: 
characterization of a widespread subtype with a single copy of IS61 10, Fomukong, N.G. et al, 
05/11/05 






C250 


GenBank Accession No. U00016 for Mycobacterium leprae, Smith, D.R. et al, 03/01/04 






C251 


GenBank Accession No. U00018, Smith, D.R., Mycobacterium laprae, Smith, D.R. et al, 
03/01/04 






C252 


GenBank Accession No. U1 1545 for Complete nucleotide sequence of the Corynebactenum 
glutamicum ATCC 21850 trpD gene, O'Gara, J. P. et al, 07/08/94 






C253 


GenBank Accession No. U13922 for Cloning and characterization of a DNA region encoding a 
stress-sensitive restriction system from Corynebacterium glutamicum ATCC 13032 and 
analysis of its role in intergeneric conjugation with Escherichia coli, Schafer, A. et al, 02/03/98 






C254 


GenBank Accession No. U 14965 for Molecular cloning and characterization of the recA gene 
from Corynebacterium glutamicum AS019, Kerins, S.M. et al, 02/05/99 






C255 


GenBank Accession No. U31224, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of the proA step," J. BacterioL, Vol. 
1 78(1 5):441 2-441 9 (1996), 08/02/96 






C256 


GenBank Accession No. U31225, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. BacterioL, Vol. 
1 78(1 5):441 2-441 9 (1996), 08/02/96 






C257 


GenBank Accession No. U31230, Ankri, S. et al, "Mutations in the Corynebacterium 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. BacterioL, Vol. 
1 78(1 5):44 12-441 9 (1996), 08/02/96 






C258 


GenBank Accession No. U31281 for Two new members of the bio B superfamily: cloning, 
sequencing and expression of bio B genes of Methylobacillus flagellatum and 
Corynebacterium glutamicum, Serebriiskii, I.G. et al, 11/21/96 






C259 


CipnRank Arpp^ion No I J^Sn?^ for A f^orvnphantprium olutamirum npnp pnroriino a twn- 
domain protein similar to biotin carboxylases and biotin-carboxyl-carrier proteins, Jager, W. et 
al, 01/16/97 






C260 


GenBank Accession No. U43535 for A Corynebacterium glutamicum gene conferring 
multidrug resistance in the heterologous host Escherichia coli, Jager, W. et al, 04/09/97 






C261 


GenBank Accession No. U43536 for Corynebacterium glutamicum, Jaeger, W. et al, 03/13/97 






C262 


GenBank Accession No. U53587 for Utilization of IS1207 for insertional mutagenesis in 
Corynebacteria, Bonamy, C. et al, 05/06/96 






C263 


GenBank Accession No. U89648 for Corynebacterium glutamicum, Kim, S.Y. et al, 03/30/99 






C264 


GenBank Accession No. X04960 for complete nucleotide and deduced amino acid sequences 
of the Brevibacterium lactofermentum tryptophan operon, Matsui, K. et al, 04/18/05 






C265 


GenBank Accession No. X07563 for Nucleotide sequence of the lysA gene of 
Corynebacterium glutamicum and possible mechanisms for modulation of its expression, Yeh, 
P. et al, 04/18/05 






C266 


GenBank Accession No. X14234 for The phosphoenolpyruvate carboxylase gene of 
Corynebacterium glutamicum: molecular cloning, nucleotide sequence, and expression, 
Eikmanns, B.J. et al, 04/18/05 






C267 


GenBank Accession No. X17313 for Molecular cloning, nucleotide sequence and fine- 
structural analysis of teh Corynebacterium glutamicum fda gene: structural comparison of C. 
glutamicum fructose-1, 6-biphosphate aldolase to class I and Class II aldolases, von der 
Osten, C.H. et al, 04/18/05 
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GenBank Accession No. X53993 for Nucleotide sequence of the dapA gene from 
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Corynebacterium glutamicum, Bonnassie, S. et al, 04/18/05 






C269 


GenBank Accession No. X54223 for DNA sequence homology between att B-related sites of 
corynebacterium diphtheriae, Corynebacterium ulcerans, Corynebacterium glutamicum, and 
the attP site ot lambda-corynephage, Cianciotto, N. et al, 12/1 7/yz 






C270 


GenBank Accession No. X54740 for Nucleotide sequence and organization of the upstream 
region of the Corynebacterium glutamicum lysA gene, Marcel, T. et al, 04/18/05 






C271 


GenBank Accession No. X55994 for Nucleotide sequence of the Corynebacterium glutamicum 
trpE gene, Heery, D.M. et al, 04/18/05 






C272 


GenBank Accession No. X56037 for The molecular structure of the Corynebacterium 
glutamicum threonine synthase gene, Han, K.S. et al, 04/18/05 






C273 


GenBank Accession No. X56075 for DNA sequence homology between att B-related sites of 
corynebacterium diphtheriae, Corynebacterium ulcerans, Corynebacterium glutamicum, and 
the attP site of lambda-corynephage, Cianciotto, N. et al, 12/17/92 






C274 


GenBank Accession No. X57226 for Aspartokinase genes lysC alpha and lysC beta overlap 
and are adjacent to the aspartate beta-semialdehyde dehydrogenase gene asd 
Corynebacterium glutamicum, Kalinowski, J. et al, 04/18/05 






C275 


GenBank Accession No. X59403 for Identification, sequence analysis, and expression of a 
Corynebacterium glutamicum gene cluster encoding the three glycolytic enzymes 
glyceraldehyde-3-phosphate dehydrogenase, 3-phosphoglycerate kinase, and 
triosephosphate isomerase, Eikmanns, B.J. et al, 04/18/05 






C276 


GenBank Accession No. X59404, Bormann, E.R. et al, "Molecular analysis of the 
Corynebacterium glutamicum gbh gene encoding glutamate dehydrogenase," Mol. Microbiol., 
Vol. 6(3):31 7-326 (1992), 04/18/05 






C277 


GenBank Accession No. X60312 for Molecular analysis of the Corynebacterium glutamicum 
lysl gene involved in lysine uptake, Seep-Feldhaus, A.H. et al, 01/30/92 






C278 


GenBank Accession No. X66078 for Cloning and nucleotide sequence of the cspl gene 
encoding PS1 , one of the two major secreted proteins of Corynebacterium glutamicum: the 
deduced N-terminal region of PS1 is similar to the Mycobacterium antigen 85 complex, Joliff, 
G. et al, 06/30/93 
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transcriptional analysis of the Corynebacterium glutamicum gltA gene encoding citrate 
synthase," Microbiology, Vol. 140(pt. 8):1817-1828 (1994), 04/18/05 






C280 


GenBank Accession No. X67737 for Corynebacterium glutamicum, Eikmanns, B.J. et al, 
04/18/05 






C281 


GenBank Accession No. X69103 for Characterization of the cspB gene encoding PS2, an 
ordered surface-layer protein in Corynebacterium glutamicum, Peyret, J.L. et al, 09/09/04 






C282 


GenBank Accession No. X69104 for Identification of IS1206, a Corynebacterium glutamicum 
IS3-related insertion sequence and phylogenetic analysis, Bonamy, C. et al, 09/09/04 






C283 


GenBank Accession No. X70584 for In vivo comparison of zidovudine resistance mutations in 
blood and CSF of HIV-1-infected patients, Wildemann, B. et al, 08/06/95 






C284 


GenBank Accession No. X70959 for Leucine synthesis in Corynebacterium glutamicum: 
enzyme activities, structure of leuA, and effect of leuA inactivation on lysine synthesis, Patek, 
M. et al, 09/09/04 






C285 


GenBank Accession No. X71489 for Cloning, sequence analysis, expression, and inactivation 
of the Corynebacterium glutamicum icd gene encoding isocitrate dehydrogenase and 
biochemical characterization of the enzyme, Eikmanns, B.J. et al, 04/18/05 






C286 


GenBank Accession No. X72855, Guyonvarch, A. et al, "Glutamate dehydrogenase (gdhA) 
gene." 04/18/05 






C287 


GenBank Accession No. X75083 for A sequence from a tryptophan-hyperproducing strain of 
Corynebacterium glutamicum encoding resistance to 5-methyltryptophan, Heery, D.M. et al, 
08/18/94 
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C288 


Gen Bank Accession No. X75085 for Construction and characterization of recA mutant strains 
of Corynebacterium glutamicum and Brevi bacterium lactofermentum, Fitzpatrick, R. et al, 
04/18/05 






C289 


Gen Bank Accession No. X75504 for Characterization of the isocitrate lyase gene from 
Corynebacterium glutamicum and biochemical analysis of the enzyme, Reinscheid, D.J. et al, 
04/1 8/05 




C290 


GenBank Accession No. X76875 for Phylogenetic relationships of Bacteria based on 
comparative sequence analysis of elongation factor Tu and ATP-synthase beta-subunit genes, 
Ludwig, W. et al, 10/27/94 






C291 


GenBank Accession No. X77034 for Phylogenetic relationships of Bacteria based on 
comparative sequence analysis of elongation factor Tu and ATP-snythase beta-subunit genes, 
Ludwig, W. et al, 04/18/05 






C292 


GenBank Accession No. X77384 for Nucleotide sequence of a recA gene from 
Corynebacterium glutamicum, Billman-Jacobe, H. et al, 04/18/05 






C293 


GenBank Accession No. X78491 for Malate synthase from Corynebacterium glutamicum: 
sequence analysis of the gene and biochemical characterization of the enzyme, Reinscheid, 
D.J. et al, 04/18/05 






C294 


GenBank Accession No. X80629 for Phylogenetic analysis of the genera Rhodococcus and 
Norcardia and evidence for the evolutionary origin of the genus Nocardia from within the 
radiation of Rhodococcus species, Rainey, F.A. et al, 04/01/04 






C295 


GenBank Accession No. X81 191 for Structure of the gluABCD cluster encoding the glutamate 
uptake system of Corynebacterium glutamicum, Kronemeyer, W. et al, 04/18/05 






C296 


GenBank Accession No. X81379, Wehrmann, A. et al, "Analysis of different DNA fragments of 
Corynebacterium glutamicum complementing dapE of Escherichia coli," Microbiology, 
Vol.140(pt. 12):3349-3356 (1994), 02/25/03 






C297 


GenBank Accession No. X82061 for Phytogeny of the genus Corynebacterium deduced from 
analysis of small-subunit ribosomal DNA sequences, Ruimy, R. et al, 1 1/10/95 






C298 


GenBank Accession No. X82928 for Multicopy suppression by asd gene and osmotic stress- 
dependent complementation by heterologous proA in proA mutants, Serebrijski, I. et al, 
04/1 ft/nc: 






C299 


GenBank Accession No. X82929 for Multicopy suppression by asd gene and osmotic stress- 
dependent complementation by heterologous proA in proA mutants, Serebrijski, I. et al, 
04/18/05 






C300 


GenBank Accession No. X84257 for Phylogenetic analysis of the genus Corynebacterium 
based on 16S rRNA gene sequences, Pascual, C. et al, 01/09/04 






C301 


GenBank Accession No. X85965, Wehrmann, A. et al, "Functional analysis of sequences 
adjacent to dapE of Corynebacterium glutamicum reveals the presence of aroP, which 
encodes the aromatic amino acid transporter," J. BacterioL, Vol. 177(20):5991-5993 (1995), 
11/30/97 






C302 


GenBank Accession No. X86157, Sakanyan, V. et al, "Genes and enzymes of the acetyl cycle 
of arginine biosynthesis in Corynebacterium glutamicum: enzyme evolution in the early steps 
of the arginine pathway," Microbiology, Vol. 142(Pt. 1):99-108 (1996), 04/18/05 






C303 


GenBank Accession No. X86780 for The biosynthetic gene cluster for the polyketide 
immunosuppressant rapamycin, Schwecke, T. et al, 04/18/05 






C304 


GenBank Accession No. X89084 for Cloning, sequence analysis, expression and inactivation 
of the Corynebacterium glutamicum pta-ack operon encoding phosphotransacetylase and 
acetate kinase, Reinscheid, D.J. et al, 04/18/05 






C305 


GenBank Accession No. X89850 for Genetic characterization of site-specific integration 
functions of phi AAU2 infecting 'Arthrobacter aureus' C70, Le Marrec, C. et al, 08/08/96 






C306 


GenBank Accession No. X90356 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 
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C307 


GenBank Accession No. X90357 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 






C308 


GenBank Accession No. X90358 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 
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GenBank Accession No. X90359 for Promoters from Corynebacterium glutamicum: cloning, 

mnlon ilea r on^K/cic onH coarrh for a rnnconci tc motif Pat^lf IWI al 1 1 /H4/QR 






C310 


GenBank Accession No. X90360 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








fionRant A^focciAn Mo YQn^ftl for Prom of ore from f^orwn^hor'fcirii im oil iforYnoi im* rlr^ninn 
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molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 
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GenBank Accession No. X90362 for Promoters from Corynebacterium glutamicum: cloning, 
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GenBank Accession No. X90363 for Promoters from Corynebacterium glutamicum: cloning, 
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C314 


GenBank Accession No. X90364 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 






C315 


GenBank Accession No. X90365 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 






C316 


GenBank Accession No. X90366 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 






C317 


GenBank Accession No. X90367 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








GenBank Accession No. X90368 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 






pun 


GenBank Accession No. X93513, Siewe, R.M. et al, "Functional and genetic characterization 
of the (methyl)ammonium uptake carrier of Corynebacterium glutamicum," J. Biol. Chem., Vol. 
£.1 i \ i uj.ooyo-D^+uo ^lyyoj, uo/zy/yo 






C320 


GenBank Accession No. X93514 for Isolation, characterization, and expression of the 

f^o rvn f^h a r*tf^rh im oli itamioi im hotP none <anooHinri tho tran coort evetom for tho oomoatihlo 

solute glycine betaine, Peter, H. et al, 09/08/97 






C321 


GenBank Accession No. X95649 for Identification and transcriptional analysis of the dapB- 
ORF2-dapA-ORF4 operon of Corynebacterium glutamicum, encoding two enzymes involved in 
L-lysine synthesis, Patek, M. et al, 12/21/00 






C322 


GenBank Accession No. X96471 for A new type of transporter with a new type of cellular 
function: L-lysine export from Corynebacterium glutamicum, Vrljic, M. et al, 04/18/05 






C323 


GenBank Accession No. X96580, Sahm, H. et al, "D-Pantothenate synthesis in 
Corynebacterium glutamicum and use of panBC and genes encoding L-valine synthesis for D- 
pantothenate overproduction," 4pp/. Environ. Microbiol., Vol. 65(5):1 973-1 979 (1999), 
04/18/05 






C324 


GenBank Accession No. X96962 for Utilisation of IS1207 for insertional mutagenesis in 
Corynbacteria, Bonamy, C. et al, 07/07/02 






C325 


GenBank Accession No. X99289 for Cloning, sequencing and expression of the gene 
encoding elongation factor P in the amino-acid producer Brevibacterium lactofermentum 
(Corynebacterium glutamicum ATCC 13869), Ramos, A. et al, 09/09/04 






C326 


GenBank Accession No. Y00140 for Nucleotide sequence of the homoserine kinase (thr B) 
gene of Brevibacterium lactofermentum, Mateos, L.M. et al, 09/12/93 






C327 


GenBank Accession No. Y00151 for Nucleotide sequence of the meso-diaminopimelate D- 
dehydrogenase gene from Corynebacterium glutamicum, Ishino, S. et al, 09/12/93 






C328 


GenBank Accession No. Y00476 for Nucleotide sequence of the homoserine dehydrogenase 
(thr A) gene of Brevibacterium lactofermentum, Mateos, L.M. et al, 05/05/93 
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C329 


GenBank Accession No. Y00546 for Nucleotide sequence and fine structural analysis of the 
Corynebacterium glutamicum hom-thrB operon, Peoples, O.P. et al, 09/12/93 






C330 


GenBank Accession No. Y08964 for Identification, characterization, and chromosomal 

organization of the ftsZ gene from Brevibacterium lactofermentum, Honrubia, M.P. et al, 

04/1 8/05 | 






C331 


GenBank Accession No. Y09163 for Isolation of the putP gene of Corynebacterium 
glutamicum and characterization of a low-affinity uptake system for compatible solutes, Peter, 

i i _x _i r\c\ ir\ o /r\~7 

H. et al, 09/08/97 






C332 


GenBank Accession No. Y09548 for Pyruvate carboxylase from Corynebacterium glutamicum: 
characterization, expression and inactivation of the pyc gene, Peters-Wendisch, P.G. et al, 
04/18/05 






C333 


GenBank Accession No. Y09578 for Analysis of the leuB gene from Corynebacterium 
glutamicum, Patek, M. et al, 04/18/05 






C334 


GenBank Accession No. Y12472 for Site-specific integration of corynephage phi16: the 
construction of an integration vector, Moreau, S. et al, 03/05/99 






C335 


GenBank Accession No. Y12537 for Corynebacterium glutamicum is equipped with four 
secondary carriers for compatible solutes: identification, sequencing, and characterization of 
the proline/glycine betaine earner, EctP, Peter, H. et al, 11/17/98 
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